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ARTICLE

The value of desmosomal plaque-related markers to distinguish squamous cell
carcinoma and adenocarcinoma of the lung

Inmaculada Galindoa, Mercedes G�omez-Moralesa, In�es D�ıaz-Canob,c,f, �Alvaro Andradesc,d,
Mercedes Caba-Molinaa, Mar�ıa Teresa Miranda-Le�one, Pedro Pablo Medinac,d, Joel Mart�ın-Padronb,c,f and
Mar�ıa Esther F�arez-Vidalb,f

aDepartment of Pathology, School of Medicine, University of Granada, Granada, Spain; bDepartment of Biochemistry and Molecular Biology
III, School of Medicine, University of Granada, Granada, Spain; cCentre for Genomics and Oncological Research (GENYO), Granada, Spain;
dDepartment of Biochemistry and Molecular Biology I, University of Granada, Granada, Spain; eDepartment of Statistics and Operative
Research, School of Medicine, University of Granada, Granada, Spain; fInstitute for Biomedical Research (IBS Granada), University Hospital
Complex of Granada/University of Granada, Granada, Spain

ABSTRACT
Background: An antibody panel is needed to definitively differentiate between adenocarcinoma (AC)
and squamous cell carcinoma (SCC) in order to meet more stringent requirements for the histologic
classification of lung cancers. Staining of desmosomal plaque-related proteins may be useful in the
diagnosis of lung SCC.
Materials and methods: We compared the usefulness of six conventional (CK5/6, p40, p63, CK7, TTF1,
and Napsin A) and three novel (PKP1, KRT15, and DSG3) markers to distinguish between lung SCC and
AC in 85 small biopsy specimens (41 ACs and 44 SCCs). Correlations were examined between expres-
sion of the markers and patients’ histologic and clinical data.
Results: The specificity for SCC of membrane staining for PKP1, KRT15, and DSG3 was 97.4%, 94.6%,
and 100%, respectively, and it was 100% when the markers were used together and in combination
with the conventional markers (AUCs of 0.7619 for Panel 1 SCC, 0.7375 for Panel 2 SCC, 0.8552 for
Panel 1 AC, and 0.8088 for Panel 2 AC). In a stepwise multivariate logistic regression model, the com-
bination of CK5/6, p63, and PKP1 in membrane was the optimal panel to differentiate between SCC
and AC, with a percentage correct classification of 96.2% overall (94.6% of ACs and 97.6% of SCCs).
PKP1 and DSG3 are related to the prognosis.
Conclusions: PKP1, KRT15, and DSG3 are highly specific for SCC, but they were more useful to differ-
entiate between SCC and AC when used together and in combination with conventional markers.
PKP1 and DSG3 expressions may have prognostic value.
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Introduction

Lung cancer is one of the most widely prevalent cancers and
has the highest cancer-related mortality rate worldwide (1),
with small-cell lung cancer (SCLC; �15%) and non-small-cell
lung cancer (NSCLC; �85%) being the two main histological
types. NSCLC can be divided into three major histological
subtypes: squamous cell carcinoma (SCC), adenocarcinoma
(AC), and large-cell lung cancer. AC and SCC account for the
vast majority of NSCLC cases. SCCs usually arise in a main or
lobar bronchus and are therefore more frequently localized
centrally in the lung, while the most common localization of
invasive AC is the lung periphery (2). Accurate histological
subclassification of NSCLCs is crucial, because the therapeutic
approach depends on their histological type. Therefore, the
latest revision of the World Health Organization (WHO)

classification of lung neoplasms includes guidelines for the
terminology and procedure to be followed in order to clas-
sify pulmonary neoplasms in small biopsies, recommending
immunohistochemical analysis when available (2,3). For
instance, epidermal growth factor receptor (EGFR) inhibitors
and the anti-folate agent pemetrexed are recommended for
the treatment of AC but not SCC (4,5). Moreover, EGFR muta-
tions and gene fusions including ALK and ROS1 are almost
exclusively present in non-squamous cancer forms. Further,
patients with AC who possess the fusion gene EML4–ALK
(echinoderm microtubule-associated protein-like 4–anaplastic
lymphoma kinase) or EGFR gene-activating mutations can
respond to the respective tyrosine–kinase inhibitors (6,7).
Additionally, SCC patients should not be treated with the
anti-vascular endothelial growth factor agent bevacizumab,
which frequently produces lung haemorrhage (8). The
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identification of new therapeutic targets means that tissue
samples are used not only for diagnosis but also for immu-
nohistochemical staining and molecular testing in relation to
potential therapy (3). This is particularly challenging when
small biopsies or cytology smears are the only material avail-
able, as in 70% of lung cancer patients with advanced dis-
ease and inoperable neoplasms at diagnosis (3). These
challenges led to new classification proposals for non-resec-
tion specimens, biopsies, and cytology, including the ASLC/
ATS/ERS lung adenocarcinoma classification and the latest
revision of the WHO lung cancer classification, which include
the need for ancillary techniques such as immunohistochem-
istry (2,9). With the application of these techniques, the
accurate diagnosis of AC or SCC can improve from 50–70%
to above 90% (10,11). The search for novel markers to accur-
ately differentiate between AC and SCC is therefore of major
clinical relevance.

Desmosomes are cell structures specialized for focal cell-
to-cell adhesion that are localized in randomly arranged
spots on the lateral sides of plasma membranes. They play
an important role in providing strength to tissues under
mechanical stress, such as the cardiac muscle and epidermis.
Besides the constitutive desmosomal plaque proteins desmo-
plakin and plakoglobin, at least one of the three classical
members of the plakophilin (PKP) family is required to form
functional desmosomes (12–14). PKP1 is a major desmosomal
plaque component that recruits intermediate filaments to
sites of cell–cell contact via interaction with desmoplakin.
PKPs regulate cellular processes, including protein synthesis
and cell growth, proliferation, and migration, and they have
been implicated in tumour development (15–21).

Desmoglein 3 (DSG3) is one of seven desmosomal cadher-
ins. Desmosomal proteins act as tumour suppressors and are
downregulated in epithelial–mesenchymal transition and in
tumour cell invasion and metastasis. However, some studies
have shown the upregulation of several desmosomal compo-
nents in cancer, including DSG3, and overexpression of these
proteins has been related to the prognosis. Therefore,
desmosomal proteins can potentially serve as diagnostic and
prognostic markers (22). Keratin 15 (KRT15) is a type I keratin
protein present in the basal keratinocytes of stratified epithe-
lium. For this reason, it has been reported as a marker of
stem cells. However, several studies have demonstrated
KRT15 expression in differentiated cells (23). Our group previ-
ously reported that gene sequences corresponding to the
desmosomal plaque-related proteins PKP1, DSG3, and KRT15
were differentially expressed in primary AC and SCC of the
lung (24). Subsequently, we also described the localization of
PKP1 in nucleus, cytoplasm, and cell membrane in tumours
and proposed the utilization of these proteins as immunohis-
tochemical markers (25).

Immunohistochemistry is widely used for the subtyping of
lung carcinomas. Thyroid transcription factor 1 (TTF1) (26)
and Napsin A (27) are considered the most useful markers
for AC diagnosis, and evaluation of the former is considered
easier because it is a nuclear marker. Although cytokeratin 7
(CK7) has also been used as a marker of AC (28), its useful-
ness is not universally accepted (2). Cytokeratin 5/6 (CK5/6),

p63, and p40 are recommended markers for SCC (28,29),
while DSG3 and desmocollin 3 have also emerged as poten-
tial SCC markers, although their clinical value has yet to be
established (25,30,31). However, despite the efficacy of these
markers, numerous confirmed lung carcinoma cases are
either positive for both AC and SCC markers (double-posi-
tive) or negative for one or the other type of marker (32).
Given the more stringent requirements for the histologic
classification of lung cancers, an antibody panel is required
that definitively differentiates AC from SCC. A particular chal-
lenge is posed by poorly differentiated tumours and by sam-
ples with the technical artefacts frequently encountered in
small biopsy specimens, which are the only available tissue
samples from patients in advanced stages.

In this study, we compared the usefulness of six conven-
tional and three novel markers for the differential diagnosis
of lung SCC and AC in small biopsy specimens. We also
explored correlations between the expression of these
markers and the histologic and clinical data of the patients.

Materials and methods

Tumour tissues

Specimens used in this study were from 87 patients who
underwent surgical resection for lung cancer. All patients
were stages I (54 patients), II (20 patients), or III (10 patients),
except for three patients in stage IV, and were selected for
surgery with no previous chemotherapy or radiotherapy
treatments. Only cases in which the histological diagnosis of
the resected specimen was invasive AC or SCC were
included, representing the majority of the series (85
patients). The remaining two cases, which corresponded to
sarcomatoid carcinoma, were excluded from the study.

Histological diagnosis of the surgical specimens followed
the recommendations of the WHO 2015 classification (2),
based on morphology and ancillary techniques, mainly
immunohistochemistry, when needed. Therefore, the present
study included 85 samples from primary malignant lung neo-
plasms (41 ACs and 44 SCCs) in stage I (54 patients), stage II
(18 patients), stage III (10 patients), or stage IV (3 patients),
which were obtained by incisional biopsy of �0.4 cm during
tumour surgery. Samples were divided into two, and one
half was used for RNA extraction, the results of which have
previously been published (24). The other half was fixed in
buffered formalin and embedded in paraffin blocks, from
which 3–4-lm sections were cut for conventional haema-
toxylin and eosin staining.

The 85 incisional biopsies were analyzed by two patholo-
gists (authors MGM and MCM) and classified according to
the WHO 2015 classification (2), cataloguing those with kera-
tinization and/or intercellular bridges as SCCs and those with
glandular differentiation and/or mucin production as ACs,
including acinar, papillary, lepidic, or solid growth patterns.
In addition, SCCs were classified as well-differentiated if kera-
tinization and/or intercellular bridges were observed in more
than 75% of the tumour sample, moderately differentiated if
observed in 25–75%, and poorly differentiated if observed in
less than 25%. Likewise, ACs were subclassified as well-
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differentiated when glandules were formed in more than
75% of the tumour sample, moderately differentiated when
formed in 25–75%, and poorly differentiated when observed
in less than 25%. Diagnoses of the biopsy samples were
compared with the definitive diagnoses of the surgi-
cal specimens.

Before the study, all medical records and tumour sections
from surgical specimens were reviewed. Informed consent
was obtained from all participants. The study protocol com-
plied with the Helsinki Declaration of 1975 as revised in
1983. Written informed consent was obtained from all
patients for the study, which was approved by the Ethics
Committee of our Institution (Clinical Trial Committee of San
Cecilio University Hospital, Granada). Pathological evaluation
of resected specimens was carried out using the 1997 revi-
sion of the International System for Staging Lung Cancer (33)
and revised according to the most recent (7th) edition of the
tumour, node, and metastasis classification of the
International Union Against Cancer (UICC) staging system. All
specimens were primary tumours with no history of treat-
ment that could affect the immunohistochemical results.

Immunohistochemistry

Sections of 4-lm thickness were taken from the paraffin
blocks, mounted on pre-treated slices, and stained for PKP1
(rabbit polyclonal, HPA027221; Sigma, St Louis, MO, USA),
KRT15 (rabbit polyclonal, HPA024554; Sigma), and DSG3
(mouse monoclonal, NB100-1643; Abcam, Cambridge, UK).
Normal human skin was used as positive control. After test-
ing several dilutions, PKP1 and DSG3 were diluted at 1:200
and KRT15 at 1:500. Prediluted monoclonal antibodies from
Master Diagnostica were used for the remaining determina-
tions: TTF1 (000486QD, clone SPT24), Napsin A (001004QD,
clone BS10), CK7 (001004QD, clone OVTL 12/30), CK5/6
(000680QD, clone EP24/EP67/B22-18B231), p63 (000479QD
clone 4a4), and p40 (000686QD, clone ZR8).

Normal lung tissue was used as a positive control for
TTF1 and Napsin A, breast cancer for CK7, and skin SCC for
CK5/6, p63, and p40. As negative controls, the same positive
controls were used, replacing the primary antibody with PBS.

Immunohistochemical staining was carried out by auto-
matic immunostaining (LabVision Autostainer 480 s
Thermofisher) using the Master Polymer Plus Detection
System (MAD-000327QK Master Diagnostic) and following
the manufacturer’s instructions. Diaminobenzidine was used
as chromogen, and sections were counterstained with
haematoxylin. Immunohistochemical staining was evaluated
independently by two pathologists (authors MGM and MCM),
who assigned a score based on the extent and intensity of
immunoreactivity. Agreement between pathologists was
>90%, and any differences in interpreting results were
resolved by consensus. Staining for PKP1, CK15, and DSG3
was evaluated semiquantitatively in nucleus, cytoplasm, and
membrane as negative (0, <5% cells stained), positive 1þ
(6–25% cells stained), positive 2þ (26–50% cells stained), or
positive 3þ (>50% cells stained). Staining intensity at the
same localizations was scored semiquantitatively from 0 to 3.

Immunostaining results were scored as the sum of the extent
and intensity of immunoreactivity, considering a score �3
positive and a score <3 negative. Only cases with nuclear
staining were considered positive for TTF1, p63, and p40,
while those with cytoplasmic/membranous staining were
considered positive for CK5/6 and CK7, and those with char-
acteristic granular and cytoplasmic staining were considered
positive for Napsin.

Statistical analysis

IBM SPSS20 statistical package was used for data analyses
unless otherwise specified. The relationship of clinical-patho-
logical characteristics with marker expression was evaluated
using the chi-square (v2) or Fisher’s exact tests. Odds ratios
with 95% confidence intervals (CIs) were calculated for 2� 2
tables. Accuracy measures were calculated for each marker
with the corresponding 95% CIs. p� 0.05 was considered
statistically significant. Survival analyses were performed with
R 3.4.0 software, using the ‘survival’ (v2.42–3) and ‘survminer’
(v0.4.2) packages. Clinical information and normalized gene
expression data were downloaded from Firebrowse (v1.1.38;
http://firebrowse.org/) for the TCGA-LUSC project (n¼ 504).
Patients with SCC from the TCGA-LUSC cohort were divided
into two groups for analysis of the relationship between sur-
vival outcomes and gene expression: ‘high’ (above the
median for the specific gene) and ‘low’ (below the median).
Kaplan–Meier curves were plotted for the raw survival data,
and Cox proportional hazards models were then constructed,
accounting for tumour stage and for patient age and sex.

Results

Expression of conventional markers

We studied six well-documented markers conventionally con-
sidered of utility for the differential diagnosis of SCC and AC
and routinely used by many histopathology laboratories
(34–37). CK5/6, p40, and p63 are considered markers of SCC,
while CK7, TTF1, and Napsin A are considered markers of AC.
In our cohort of 85 patients, the most sensitive conventional
marker for AC was CK7 (97.6%, with 2.4% false negatives),
followed by Napsin A (80.5%, with 19.5% false negatives)
and TTF1 (75%, with 25% false negatives). However, the
most specific marker was TTF1 (97.7%), followed by Napsin A
(93.2%), and CK7 (56.8%).

The most sensitive conventional marker for SCC was p63
(95.5%), followed by CK5/6 (93.2%) and p40 (88.6%), whereas
p40 was the most specific (95.1%), followed by CK5/6
(92.7%) and p63 (85.4%). Other statistical analyses evaluating
agreement and reproducibility are displayed in Tables 1 and
2. Among the conventional markers for AC (CK7, TTF1, and
Napsin A) and SCC (CK5/6, p40, and p63) analyzed in our
cohort of patients, only TTF1 in AC and p40 in SCC were spe-
cific in �94% of the samples, with �94% true positives.
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Expression of novel SCC markers

We studied three novel markers for SCC (PKP1, KRT15, and
DSG3) that may contribute to the differential diagnosis of
SCC and AC, also analyzing their localization (nucleus, cyto-
plasm, or membrane). Immunohistochemical staining for
PKP1 was mainly detected in SCC, with a heterogeneous dis-
tribution and intensity among the different tumours ana-
lyzed, and in different areas of the same neoplasm. PKP1
most frequently stained cellular membranes, marking inter-
cellular junctions, followed by staining of the cytoplasm.
Membranous staining was mainly observed in well to moder-
ately differentiated areas of SCC. Nuclear staining was less
often observed and was more frequent in cells with a more
immature appearance (Figure 1). Membranous staining was
never observed in ACs, although focal staining in nucleus
and cytoplasm was occasionally observed (Figure 2). KRT15
was also mainly restricted to SCC (Figure 3), with variable
distribution and intensity among different SCCs and among
different areas of the same neoplasm. Staining in SCC was
also observed in better-differentiated areas, mainly in cell
membrane but also in cytoplasm. Nuclear staining was less
frequently observed than with PKP1 and was seen in occa-
sional cells with less-differentiated appearance (Figure 3). In
ACs, KRT15 was absent in cell membrane and only occasion-
ally present in a few cells localized in nucleus and cytoplasm.

Staining for DSG3 was not observed in ACs, with the
exception of only a few nuclei in a small number of cases. As
occurred with PKP1 and KRT15, DSG3 stained SCCs with
irregular distribution and was more often observed in cell
membranes of better-differentiated areas and to a lesser
degree in cytoplasms. Nuclear staining was much less fre-
quent and mainly observed in poorly differentiated areas
(Figure 4).

In our cohort, the most sensitive marker was PKP1 in
nucleus (86%), followed by KRT15 in membrane (75.6%) and
DSG3 in membrane (64.3%). However, DSG3 in membrane
was the most specific (100%), followed by PKP1 in mem-
brane (97.4%) and KRT15 in membrane (94.6%). Other statis-
tical analyses evaluating agreement and reproducibility are
displayed in Tables 2 and 3.

According to these results, membranous staining with the
novel markers (PKP1, KRT15, and DSG3) was specific for
�94% of the SCC samples, obtaining �94% true positives in
our cohort of patients.

The antibodies were also tested in combination. For SCC
samples, membranous PKP1 staining showed a specificity of
97.4% and sensitivity of 76.7% and membranous DSG3 stain-
ing a specificity of 100% and sensitivity of 64.3% when sep-
arately evaluated. When considered together, membranous
staining with these two markers achieved a specificity of
100% (95% CI ¼ 90.6%–100.0%) but sensitivity of 52.4%
(95% CI ¼ 37.7%–66.6%). Positive TTF1 staining provided a
specificity of 97.7% and a sensitivity of 75% for AC. When all
three markers were considered together in Panel 1 SCC
(positive membrane staining for PKP1 and DSG3 and nega-
tive staining for TTF1), the specificity for SCC samples was
increased to 100.0% (95% CI ¼ 90.6%–100.0%), but the sensi-
tivity was 52.4% (95% CI ¼ 37.7%–66.6%), with an AUC of
0.7619. Membranous KRT15 staining yielded a specificity of
97.4% and a sensitivity of 75.6% for SCC samples, and
Napsin A staining a specificity of 93.2% and a sensitivity of
80.5% for AC samples when evaluated separately. When all
five markers were considered together in Panel 2 SCC (posi-
tive membranous staining for PKP1, DSG3, and KRT15 and

Table 1. Conventional marker expression. Sensitivity, specificity, percentage of true positives and percentage of true negatives, accuracy, Youden’s J statistic,
and positive and negative likelihood ratio values for staining with markers conventionally used for the differential diagnosis of adenocarcinoma (CK7, TTF1, and
Napsin A) and squamous cell carcinoma (CK5/6, p40, and p63).

Squamous cell carcinoma Adenocarcinoma

CK5/6 p40 p63 CK7 TTF1 Napsin A

Sensitivity (%) (positive/total)a 93.2 (41/44) 88.6 (39/44) 95.5 (42/44) 97.6 (40/41) 75 (30/40) 80.5 (33/41)
Specificity (%) (positive/total)b 92.7 (38/41) 95.1 (39/41) 85.4 (35/41) 56.8 (25/44) 97.7 (43/44) 93.2 (41/44)
PTP (%) (positive/total)c 93.2 (41/44) 95.1 (39/41) 87.5 (42/48) 67.8 (40/59) 96.8 (30/31) 91.7 (33/36)
PTN (%) (positive/total)d 92.7 (38/41) 88.6 (39/44) 94.6 (35/37) 96.2 (25/26) 81.1 (43/53) 83.7 (41/49)
Accuracy (%) (positive/total)e 92.9 (79/85) 91.8 (78/85) 90.6 (77/85) 76.5 (65/85) 86.9 (73/84) 87.1 (74/85)
Youden’s J statisticf 0.85 0.84 0.81 0.54 0.73 0.74
LRþg 12.64 18.08 6.54 2.26 32.61 11.84
LR�h 0.08 0.12 0.05 0.04 0.26 0.21
aSensitivity¼ TP/(TPþ FN).
bSpecificity¼ TN/(TNþ FP).
cPTP¼ TP/(TPþ FP).
dPTN¼ TN/(TNþ FN).
eAccuracy¼ (TPþ TN)/(TPþ FPþ FNþ TN).
fYouden’s J statistic ¼ Sensitivityþ Specificity-1.
gPositive LR (LRþ)¼ Sensitivity/(1-Specificity).
hNegative LR (LR-)¼ (1-Sensitivity)/Specificity.
FN: false negatives; FP: false positives; LR: likelihood ratio; PTN: percentage of true negatives; PTP: percentage of true positives; TN: true negatives; TP:
true positives.

Table 2. Area under the curve (AUC) values for conventional and
novel markers.

Marker AUC
Asymptotic
significance

95% Asymptotic confidence interval

Lower limit Upper limit

PKP1_mb 0.861 0.000 0.773 0.950
DSG3_mb 0.813 0.000 0.712 0.913
KRT15_mb 0.861 0.000 0.773 0.949
TTF1 0.869 0.000 0.784 0.954
Napsin A 0.887 0.000 0.808 0.966
CK7 0.863 0.000 0.779 0.946
p63 0.965 0.000 0.923 1.000
CK5/6 0.960 0.000 0.914 1.000
p40 0.938 0.000 0.880 0.996

AUC: area under the curve.
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Figure 1. Immunohistochemical staining of PKP1 in SCC. (A) Predominant staining in cell membrane a (40�). (B) Positivity in membrane and cytoplasm. Note
weak staining in less differentiated area (bottom left) (20�). (C) Nuclear staining (40�).

Figure 2. Immunohistochemical staining of PKP1 in AC. (A and B) Weak cytoplasmic and nuclear staining (40�). (C) Poorly differentiated AC with completely nega-
tive staining (10�).

UPSALA JOURNAL OF MEDICAL SCIENCES 5



Figure 3. Immunohistochemistry for KRT15 in SCC. (A) Extensive positivity in well differentiated SCC in cell membranes (20�). (B) Poorly differentiated area with
focal membranous staining (20�). (C) Area with predominant cytoplasmic staining (60�). (D) Poorly differentiated SCC showing some nuclei with faint staining
(arrows). Note negativity in stromal cells (arrow heads) (20�).

Figure 4. Immunohistochemical staining of DSG3 in SCC. (A) Well differentiated SCC with intense positivity mainly in cell membranes (40�). (B) More heteroge-
neous staining in cell membranes and some cytoplasms (20�). (C) Faint cytoplasmic/nuclear staining in poorly differentiated area (40�).

6 I. GALINDO ET AL.



negative staining for TTF1 and Napsin A), the specificity for
SCC samples was increased to 100.0% (95% CI¼
89.6%–100.0%), but the sensitivity was 47.5% (95%
CI¼ 32.9%–62.5%), with an AUC of 0.7375. For AC samples,
the combined evaluation of negative membranous staining
for PKP1 and DSG3 and positive TTF1, in Panel 1 AC,
increased the specificity for AC samples to 100.0% (95% CI¼
91.6%–100.0%), but the sensitivity was 24.3% (95%
CI¼ 13.4%–40.1%), with an AUC of 0.8552. When negative
membranous staining for PKP1, DSG3, and KRT15 and posi-
tive staining for TTF1 and Napsin A were considered
together in Panel 2 AC, the specificity for AC samples
increased to 100.0% (95% CI ¼ 91.2%–100.0%), and the sen-
sitivity was 63.6% (95% CI ¼ 46.6–77.8%), with an AUC of
0.8088 (Table 4).

ROC curve analysis

The area under the ROC curve (or AUC) represents an opti-
mal summary statistic for comparing the sensitivity and spe-
cificity of the nine markers (CK5/6, p40, p63, CK7, TTF1,
Napsin A, PKP1, KRT15, and DSG3). For the cohort of 85 pri-
mary malignant lung neoplasms (41 ACs and 44 SCCs),
including all histological grades, p63 (0.965) had the largest
AUC, followed by CK5/6 (0.960), and p40 (0.938), with AUC
values >0.9, while AUC values for the remaining markers

were between 0.8 and 0.9. AUC values are displayed in
Table 2.

Stepwise multivariate logistic regression model

A stepwise multivariate logistic regression model was con-
structed to determine the optimal immunohistochemical
marker panel for differentiating between SCC and AC. The
best result included the combination of markers CK5/6, p63,
and PKP1 in membrane, giving a percentage correct classifi-
cation of 96.2% overall (94.6% of ACs and 97.6% of SCCs).

Expression of novel SCC markers in relation to survival

Data on 80 patients were available for this analysis. The
Kaplan–Meier survival curve depicted in Figure 5(A) shows a
relationship between positive PKP1 staining and longer sur-
vival, although the difference was not statistically significant
(log-rank p¼ 0.19), possibly due to the limited sample size.
There was also a non-significant trend for longer survival in
SCC versus AC patients (log-rank p¼ 0.47). In order to over-
come this sample size limitation and remove tumour subtype
as a confounder, we also studied 495 patients in the TCGA-
LUSC cohort (The Cancer Genome Atlas) for whom survival
and gene expression data were available (Supplemental

Table 3. Expression of novel SCC markers. Sensitivity, specificity, percentage of true positives and percentage of true negatives, accuracy, Youden’s J statistic,
and positive and negative likelihood ratio values for PKP1, KRT15, and DSG3 staining according to their nuclear, cytoplasmic, or membranous localization.

PKP1 KRT15 DSG3

Nucleus Cytoplasm Membrane Nucleus Cytoplasm Membrane Nucleus Cytoplasm Membrane

Sensitivity (%)
(positive/total)a

72.1 (31/43) 86 (37/43) 76.7 (33/43) 19.5 (8/41) 73.2 (30/41) 75.6 (31/41) 16.7 (7/42) 61.9 (26/42) 64.3 (27/42)

Specificity (%)
(positive/total)b

92.3 (36/39) 82.1 (32/39) 97.4 (38/39) 73 (27/37) 94.6 (35/37) 94.6 (35/37) 89.7 (35/39) 94.9 (37/39) 100 (39/39)

PTP (%)
(positive/total)c

91.2 (31/34) 84.1 (37/44) 97.1 (33/34) 44.4 (8/18) 93.8 (30/32) 93.9 (31/33) 63.6 (7/11) 92.9 (26/28) 100 (27/27)

PTN (%)
(positive/total)d

75 (36/48) 84.2 (32/38) 79.2 (38/48) 45 (27/60) 76.1 (35/46) 77.8 (35/45) 50 (35/70) 69.8 (37/53) 72.2 (39/54)

Accuracy (%)
(positive/total)e

81.7 (67/82) 84.1 (69/82) 86.6 (71/82) 44.9 (35/78) 83.3 (65/78) 84.6 (66/78) 51.9 (42/81) 77.8 (63/81) 81.5 (66/81)

Youden’s J statisticf 0.64 0.68 0.74 �0.08 0.68 0.70 0.06 0.57 0.643
LRþg 9.36 4.80 29.50 0.72 13.56 14.00 1.62 12.14 –
LR�h 0.30 0.17 0.24 1.10 0.28 0.26 0.93 0.40 0.357
aSensitivity¼ TP/(TPþ FN).
bSpecificity¼ TN/(TNþ FP).
cPTP¼ TP/(TPþ FP).
dPTN¼ TN/(TNþ FN).
eAccuracy¼ (TPþ TN)/(TPþ FPþ FNþ TN).
fYouden’s J statistic ¼ Sensitivityþ Specificity-1.
gPositive LR (LRþ)¼ Sensitivity/(1-Specificity).
hNegative LR (LR-)¼ (1-Sensitivity)/Specificity.
FN: false negatives; FP: false positives; LR: likelihood ratio; PTN: percentage of true negatives; PTP: percentage of true positives; TN: true negatives; TP:
true positives.

Table 4. Combination of antibodies useful for diagnosis of SCC and AC.

Specificity Sensitivity AUC

Squamous cell carcinoma
Panel 1 SCC: PKP1mþ/DSG3mþ/TTF1- 100% 52.4% 0.7619
Panel 2 SCC: PKP1mþ/DSG3mþ/KRT15mþ/TTF1-/Napsin A- 100% 47.5% 0.7375

Adenocarcinoma
Panel 1 AC: PKP1m-/DSG3-/TTF1þ 100% 24.3% 0.8552
Panel 2 AC: PKP1m-/DSG3m-/KRT15m-/TTF1þ/Napsin Aþ 100% 63.6% 0.8088

AUC: area under the curve.
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Table 1, available online). In this cohort, a significant relation-
ship was found between higher PKP1 expression and better
overall survival (Figure 5(B)), obtaining a hazard ratio of
0.951 (95% CI ¼ 0.907–0.997; p¼ 0.036) in a Cox proportional
hazards model after adjusting for confounding variables.

We also performed survival analyses for all conventional
and novel SCC biomarkers in the TCGA cohort under the
same conditions as the PKP1 analysis. For the univariate anal-
yses, we stratified the patients as ‘high’ or ‘low’ for each
marker based on the expression being above or below the
median value, and we plotted Kaplan–Meier curves
(Supplemental Figures 1 and 2, available online). In the
multivariate analyses, we applied Cox proportional hazard
models for each marker, accounting for patient age, sex, and
tumour stage, in order to assess the relationship of expres-
sion at mRNA level with patient survival.

In the multivariate analyses, the high expression of three
SCC markers was associated with better survival: p63
(p¼ 0.007, HR ¼ 0.93 [0.88–0.98]), PKP1 (p¼ 0.036, HR ¼ 0.95
[0.91–1.0], as already noted), and CK5 (p¼ 0.018, HR ¼ 0.95
[0.91–0.99]). In addition, the association of DSG3 with survival
was close to statistical significance (p¼ 0.054, HR ¼ 0.96
[0.93–1.0]). Expression of KRT15 or p40 at the mRNA level
was not associated with patient survival.

Discussion

In this study, we selected three novel markers (PKP1, KRT15,
and DSG3) for a detailed evaluation and compared them
with six conventional markers that are well described in the
literature and are routinely used by many histopathology
laboratories (34–37). Given that a very high proportion (up
to 70%) of lung carcinomas are unresectable at their diagno-
sis (3), the biopsy sample is often the only available material
for a correct subtyping of the neoplasm, and the present
study focussed on small incisional biopsies taken during

surgery. The precise subtyping of NSCLCs is essential to
select the appropriate therapeutic approach. It is now recom-
mended to complement the morphological criteria estab-
lished by the WHO (2) with histochemical (e.g. mucin
staining) and immunohistochemical techniques alongside
molecular tests, whenever possible, especially for poorly dif-
ferentiated tumours and for the analysis of small biopsy sam-
ples (38). In many histopathology laboratories, small biopsies
are routinely subtyped using the combination of an AC
marker (TTF1) and an SCC marker (p63 or p40) (38–40).
However, there are several pitfalls in the differential diagno-
sis between SCC and AC by immunohistochemistry. For
instance, the most widely used clones of TTF1 monoclonal
antibodies are 8G7G3/1 and SPT24, which have been
reported to have different sensitivities and specificities, with
8G7G3/1 being more specific and SPT24 more sensitive (41).
Among SCC markers, p40 is considered the most specific but
can be positive in 3% of ACs (42).

Studies in whole-tissue sections indicate that SCCs have a
relatively precise immunophenotype, i.e. negativity for TTF1
and positivity for p63, CK5/6, and 34bE12. In contrast, ACs
are much more heterogeneous, and only diffuse positivity for
TTF1 is considered characteristic, given that a proportion of
ACs also express markers considered typical of SCCs. Hence,
albeit useful, no SCC marker is wholly specific (43).

According to the present results, among the expressions
of the conventional markers CK7, TTF1, and Napsin A, charac-
teristic of AC, and CK5/6, p40, and p63, characteristic of SCC,
only TTF1 in AC and p40 in SCC were specific in �94% of
samples in the present cohort, with �94% true positives.
Membrane staining with the novel markers (PKP1, KRT15,
and DSG3) was specific for �94% of the SCC samples, with
�94% true positives in the present cohort. The antibody
panel studied was most effective for the classification of SCC
and AC when the antibodies were applied successively in a
stepwise manner. We found that the specificity was higher

Figure 5. Survival analyses for PKP1 expression in lung cancer patients. (A) Survival analysis of our cohort of 38 SCC and 40 AC patients, classified as ‘PKP1-nega-
tive’ or ‘PKP1-positive’ according to the immunohistochemical staining of PKP1. (B) Survival analysis of the TCGA-LUSC cohort (n¼ 495 SCC patients), classified
according to their RNA-Seq-measured PKP1 RNA level as ‘PKP1 low’ (below median value) or ‘PKP1 high’ (above median value).
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(100%) when the antibodies were used in combination rather
than individually. For SCC, the most effective panels were:
Panel 1 SCC (positive staining of membrane for PKP1 and
DSG3 and negative staining for TTF1; AUC of 0.7619) and
Panel 2 SCC (positive staining of membrane for PKP1, DSG3,
and KRT15 and negative staining for TTF1 and Napsin A;
AUC of 0.7375). For AC, the most effective panels were:
Panel 1 AC (negative staining of membrane for PKP1 and
DSG3 and positive staining for TTF1; AUC of 0.8552) and
Panel 2 AC (negative staining of membrane for PKP1, DSG3,
and KRT15 and positive staining for TTF1 and Napsin A; AUC
of 0.8088).

The novel markers described here showed a heteroge-
neous staining of SCC, which was observed in the mem-
branes and cytoplasm of more differentiated cells, marking
the intercellular junctions, with staining of nuclei more fre-
quently detected in areas of more immature appearance. In
AC samples, focal staining with these novel markers was
detected in nucleus and cytoplasm, but never in membrane.
In addition to their role in cell adhesion, plakophilins, includ-
ing PKP1, have been reported to localize to the cytoplasm
and nucleus, where they are thought to have several func-
tions that are not completely understood (18). This explains
the nuclear and cytoplasmic positivity observed, mainly in
SCC in our series. In a few cases and in a few cells, we have
also seen occasional nuclear staining for CKT15 and DSG3.
Although nuclear localization of CKT15 and DSG3 has not
been reported (22,23) and non-specific staining cannot be
ruled out, it has been shown that several cytoskeletal pro-
teins, formerly thought to be exclusively cytoplasmic, and
including some keratins (keratins 7, 8, 17, and 18), are com-
ponents of the nuclear matrix, where they may have multiple
functions. Some studies of skin and cervical tumours indi-
cated that keratin 17 has a role in the cell cycle and in gene
expression regulation (44). These data and the fact that
KRT15 and DSG3 are not routinely used in most laboratories
prompted our assessment of nuclear staining. Further investi-
gation is warranted to explore the significance of
our findings.

In our cohort of patients, the relationship of PKP1 staining
with better survival of SCC and AC patients did not reach
statistical significance; however, we were able to confirm the
relationship between high PKP1 mRNA expression and better
overall survival in an additional analysis of 495 SCC patients
from TCGA. In addition, our TCGA analysis revealed a close-
to-significant association between high DSG3 mRNA expres-
sion and improved overall survival. This agrees with previous
reports that associated positive DSG3 staining with longer
survival in lung cancer patients of all histologic subtypes
(37). Taken together, the results indicate a relationship of
high PKP1 (and, to a lesser extent, DSG3) RNA and protein
levels with longer overall survival. Hence, PKP1 and DSG3
expression levels not only serve as specific markers for SCC
but may also have potential prognostic value.

According to our findings, evaluation of CK15 and espe-
cially of DSG3 and PKP1 improves the differential diagnosis
of SCC and AC. However, a potential limitation of these SCC
markers is that membrane-specific positivity is found in

better-differentiated samples that are more readily identifi-
able under the microscope. Nevertheless, they may be espe-
cially useful in samples affected by a major artefact, because
they offer a more objective parameter for evaluating the
degree of differentiation. A further advantage of these
markers is the complete absence of staining in poorly differ-
entiated ACs, observing cytoplasmic and nuclear positivity
only in moderately or well-differentiated ACs. These antibod-
ies could possibly be used in a cocktail, with the consequent
saving of histological sections. This is an important issue,
given the need for genetic as well as immunohistochemical
analyses in tissue from small biopsies in patients with
lung carcinoma.

Despite the small number of samples analyzed, the step-
wise multivariate logistic regression model showed that the
combination of markers CK5/6, p63, and PKP1 in membrane
gave a percentage correct classification of 96.2% overall
(94.6% of AC and 97.6% of SCC), being the best immunohis-
tochemical marker panel to distinguish between SCC and AC.

Author contributions

IG, MGM, IDC, AA, and MCM performed and validated experiments.
MTML and JMP analyzed the data. MEFV and MGM wrote the paper,
reviewed and edited the manuscript, and provided conceptualization,
validation, supervision, expertise, and feedback. MEFV participated in the
funding acquisition and project administration.

Disclosure statement

The authors report no conflicts of interest.

Funding

MEFV was supported by PAIDI programme, Group BIO309, Junta de
Andaluc�ıa. The funders had no role in study design, data collection and
analysis, decision to publish, or preparation of the manuscript. JMP was
supported by fellowships from Fundaci�on Anticancer San Francisco
Javier y Santa C�andida and Granada University contracts (law 14/2011
programme 6B).

Notes on contributors

Inmaculada Galindo is an MD and PhD Student of the program in
Biochemistry and Molecular Biology of University of Granada. This study
forms part of the doctoral thesis of Inmaculada Galindo.

Mercedes G�omez-Morales is a Senior Specialist in Pathology at
Department of Pathology of School of Medicine, University of Granada,
Granada, Spain.

In�es D�ıaz-Cano is a researcher from Sistema Nacional de Garant�ıa Juvenil
y del Programa Operativo de Empleo Juvenil at Department of
Biochemistry and Molecular Biology III, School of Medicine, University of
Granada, Centre for Genomics and Oncological Research (GENYO) and
Institute for Biomedical Research (IBS. Granada), University Hospital
Complex of Granada/University of Granada, Granada, Spain.

�Alvaro Andrades is a PhD student at Centre for Genomics and
Oncological Research (GENYO) and Department of Biochemistry and
Molecular Biology I, University of Granada, Granada, Spain.

UPSALA JOURNAL OF MEDICAL SCIENCES 9



Mercedes Caba-Molina is a Senior Specialist in Pathology at Department
of Pathology of School of Medicine, University of Granada,
Granada, Spain.

Mar�ıa Teresa Miranda-Le�on is a Senior Specialist at Department of
Statistics and Operative Research, School of Medicine, University of
Granada, Spain.

Pedro Pablo Medina at Centre for Genomics and Oncological Research
(GENYO) and Department of Biochemistry and Molecular Biology I,
University of Granada, Granada, Spain.

Joel Mart�ın-Padr�on is a PhD student supported by fellowship from
Fundaci�on Antic�ancer San Francisco Javier y Santa C�andida/UGR at
Department of Biochemistry and Molecular Biology III, School of
Medicine, University of Granada, Centre for Genomics and Oncological
Research (GENYO) and Institute for Biomedical Research (IBS. Granada),
University Hospital Complex of Granada/University of Granada,
Granada, Spain.

Mar�ıa Esther F�arez-Vidal is a senior researcher at Department of
Biochemistry and Molecular Biology III, School of Medicine, University of
Granada and Institute for Biomedical Research (IBS. Granada), University
Hospital Complex of Granada/University of Granada, Granada, Spain.

References

1. Boyle P, Levin B. World cancer report 2008. Lyon, France:
International Agency for Research on Cancer; 2008.

2. Travis WD, Brambilla E, Burke AP, Marx A, Nicholson AG, editors.
WHO classification of tumours of lung, pleura, thymus and hearth,
4th ed. Lyon: IARC; 2015.

3. Travis WD, Brambilla E, Burke AP, Marx A, Nicholson AG.
Introduction to the 2015 WHO classification of tumors of lung,
pleura, thymus and heart. J Thorac Oncol. 2015;10:1240–2. doi:10.
1097/JTO.0000000000000663

4. Hirsch FR, Spreafico A, Novello S, Wood MD, Simms L, Papotti M.
The prognostic and predictive role of histology in advanced non-
small cell lung cancer: a literature review. J Thorac Oncol. 2008;3:
1468–81. doi:10.1097/JTO.0b013e318189f551

5. Scagliotti GV, Parikh P, von Pawel J, Biesma B, Vansteenkiste J,
Manegold C, et al. Phase III study comparing cisplatin plus gemci-
tabine with cisplatin plus permetrexed in chemotherapy-naive
patients with advanced-stage non-small-cell lung cancer. J Clin
Oncol. 2008;26:3543–51. doi:10.1200/JCO.2007.15.0375

6. Rosell R, Moran T, Queralt C, Porta R, Cardenal F, Camps C, et al.
Spanish Lung Cancer Group. Screening for epidermal growth fac-
tor receptor mutations in lung cancer. N Engl J Med. 2009;361:
958–67. doi:10.1056/NEJMoa0904554

7. Kwak EL, Bang YJ, Camidge DR, Shaw AT, Solomon B, Maki RG,
et al. Anaplastic lymphoma kinase inhibition in non-small-cell lung
cancer. N Engl J Med. 2010;363:1693–703. doi:10.1056/
NEJMoa1006448

8. Azzoli CG, Baker S, Jr, Temin S, Pao W, Aliff T, Brahmer J, et al.
American Society of Clinical Oncology clinical practice guideline
update on chemotherapy for stage IV non-small-cell lung cancer.
Jco. 2009;27:6251–66. doi:10.1200/JCO.2009.23.5622

9. Travis WD, Brambilla E, Noguchi M, Nicholson AG, Geisinger K,
Yatabe Y, et al. American Thoracic Society. International
Association for the Study of Lung Cancer/American Thoracic
Society/European Respiratory Society: international multidisciplin-
ary classification of lung adenocarcinoma: executive summary.
Proc Am Thorac Soc. 2011;8:381–5. doi:10.1513/pats.201107-042ST

10. Loo PS, Thomas SC, Nicolson MC, Fyfe MN, Kerr KM. Subtyping of
undifferentiated non-small cell carcinomas in bronchial biopsy
specimens. J Thorac Oncol. 2010; 5:442–7. doi:10.1097/JTO.
0b013e3181d40fac

11. Nicholson AG, Gonzalez D, Shah P, Pynegar MJ, Deshmukh M, Rice
A, et al. Refining the diagnosis and EGFR status of non-small cell
lung carcinoma in biopsy and cytologic material, using a panel of

mucin staining, TTF-1, cytokeratin 5/6, and P63, and EGFR muta-
tion analysis. J Thorac Oncol. 2010;54:436–41. doi:10.1097/JTO.
0b013e3181c6ed9b

12. Schmidt A, J€ager S. Plakophilins – hard work in the desmosome,
recreation in the nucleus? Eur J Cell Biol. 2005;84:189–204. doi:10.
1016/j.ejcb.2004.12.020

13. Hatzfeld M. Plakophilins: multifunctional proteins or just regulators
of desmosomal adhesion? Biochim Biophys Acta. 2007;1773:69–77.
doi:10.1016/j.bbamcr.2006.04.009

14. Bass-Zubek AE, Godsel LM, Delmar M, Green KJ. Plakophilins:
multifunctional scaffolds for adhesion and signaling. Curr Opin
Cell Biol. 2009;21:708–16. doi:10.1016/j.ceb.2009.07.002

15. Kowalczyk AP, Green KJ. Structure, function, and regulation of des-
mosomes. Prog Mol Biol Transl Sci. 2013;116:95–118. doi:10.1016/
B978-0-12-394311-8.00005-4

16. Hatzfeld M, Wolf A, Keil R. Plakophilins in desmosomal adhesion
and signaling. Cell Commun Adhes. 2014;21:25–42. doi:10.3109/
15419061.2013.876017

17. Wolf A, Rietscher K, Glass M, H€uttelmaier S, Schutkowski M, Ihling
C, et al. Insulin signaling via Akt2 switches plakophilin 1 function
from stabilizing cell adhesion to promoting cell proliferation. J
Cell Sci. 2013;126:1832–44. doi:10.1242/jcs.118992

18. Sobolik-Delmaire T, Reddy R, Pashaj A, Roberts BJ, Wahl JK. 3rd.,
Plakophilin-1 localizes to the nucleus and interacts with single-
stranded DNA. J Investig Dermatol. 2010;130:2638–46. doi:10.
1038/jid.2010.191

19. Daniel JM, Reynolds AB. The catenin p120(ctn) interacts with
Kaiso, a novel BTB/POZ domain zinc finger transcription factor.
Mol Cell Biol. 1999;19:3614–23. doi:10.1128/MCB.19.5.3614

20. Grossmann KS, Grund C, Huelsken J, Behrend M, Erdmann B,
Franke WW, et al. Requirement of plakophilin 2 for heart morpho-
genesis and cardiac junction formation. J Cell Biol. 2004;167:
149–60. doi:10.1083/jcb.200402096

21. Chen X, Bonne S, Hatzfeld M, van Roy F, Green KJ. Protein binding
and functional characterization of Plakophilin 2. Evidence for its
diverse roles in Desmosomes and beta-catenin signaling. J Biol
Chem. 2002;277:10512–22. doi:10.1074/jbc.M108765200

22. Brown L, Wan H. Desmoglein 3: a help or a hindrance in cancer
progression?. Cancers 2015;7:266–86. doi:10.3390/cancers7010266

23. Bose A, Teh MT, Mackenzie IC, Waseem A. Keratin k15 as a bio-
marker of epidermal stem cells. Ijms. 2013;14:19385–98. doi:10.
3390/ijms141019385

24. Sanchez-Palencia A, Gomez-Morales M, Gomez-Capilla JA, Pedraza
V, Boyero L, Rosell R, et al. Gene expression profiling reveals novel
biomarkers in non-small cell lung cancer. Int J Cancer. 2011;129:
355–64. doi:10.1002/ijc.25704

25. Gomez-Morales M, Camara-Pulido M, Miranda-Leon MT, S�anchez-
Palencia A, Boyero L, G�omez-Capilla JA, et al. Differential immuno-
histochemical localization of desmosomal plaque-related proteins
in non-small-cell lung cancer. Histopathology 2013;63:103–13. doi:
10.1111/his.12126

26. Kim MJ, Shin HC, Shin KC, Ro JY. Best immunohistochemical panel
in distinguishing adenocarcinoma from squamous cell carcinoma
of lung: tissue microarray assay in resected lung cancer speci-
mens. Ann Diagn Pathol. 2013;17:85–90. doi:10.1016/j.anndiag-
path.2012.07.006

27. Whithaus K, Fukuoka J, Prihoda TJ, Jagirdar J. Evaluation of napsin
A, cytokeratin 5/6, p63, and thyroid transcription factor 1 in
adenocarcinoma versus squamous cell carcinoma of the lung.
Arch Pathol Lab Med. 2012;136:155–62. doi:10.5858/arpa.2011-
0232-OA

28. Sheikh HA, Fuhrer K, Cieply K, Yousem S. p63 expression in assess-
ment of bronchioloalveolar proliferations of the lung. Mod Pathol.
2004;17:1134–40. doi:10.1038/modpathol.3800163

29. Kadota K, Nitadori J, Rekhtman N, Jones DR, Adusumilli PS, Travis
WD. Reevaluation and reclassification of resected lung carcinomas
originally diagnosed as squamous cell carcinoma using immuno-
histochemical analysis. Am J Surg Pathol. 2015;39:1170–80. doi:10.
1097/PAS.0000000000000439

10 I. GALINDO ET AL.

https://doi.org/10.1097/JTO.0000000000000663
https://doi.org/10.1097/JTO.0000000000000663
https://doi.org/10.1097/JTO.0b013e318189f551
https://doi.org/10.1200/JCO.2007.15.0375
https://doi.org/10.1056/NEJMoa0904554
https://doi.org/10.1056/NEJMoa1006448
https://doi.org/10.1056/NEJMoa1006448
https://doi.org/10.1200/JCO.2009.23.5622
https://doi.org/10.1513/pats.201107-042ST
https://doi.org/10.1097/JTO.0b013e3181d40fac
https://doi.org/10.1097/JTO.0b013e3181d40fac
https://doi.org/10.1097/JTO.0b013e3181c6ed9b
https://doi.org/10.1097/JTO.0b013e3181c6ed9b
https://doi.org/10.1016/j.ejcb.2004.12.020
https://doi.org/10.1016/j.ejcb.2004.12.020
https://doi.org/10.1016/j.bbamcr.2006.04.009
https://doi.org/10.1016/j.ceb.2009.07.002
https://doi.org/10.1016/B978-0-12-394311-8.00005-4
https://doi.org/10.1016/B978-0-12-394311-8.00005-4
https://doi.org/10.3109/15419061.2013.876017
https://doi.org/10.3109/15419061.2013.876017
https://doi.org/10.1242/jcs.118992
https://doi.org/10.1038/jid.2010.191
https://doi.org/10.1038/jid.2010.191
https://doi.org/10.1128/MCB.19.5.3614
https://doi.org/10.1083/jcb.200402096
https://doi.org/10.1074/jbc.M108765200
https://doi.org/10.3390/cancers7010266
https://doi.org/10.3390/ijms141019385
https://doi.org/10.3390/ijms141019385
https://doi.org/10.1002/ijc.25704
https://doi.org/10.1111/his.12126
https://doi.org/10.1016/j.anndiagpath.2012.07.006
https://doi.org/10.1016/j.anndiagpath.2012.07.006
https://doi.org/10.5858/arpa.2011-0232-OA
https://doi.org/10.5858/arpa.2011-0232-OA
https://doi.org/10.1038/modpathol.3800163
https://doi.org/10.1097/PAS.0000000000000439
https://doi.org/10.1097/PAS.0000000000000439


30. Agackiran Y, Ozcan A, Akyurek N, Memis L, Findik G, Kaya S.
Desmoglein-3 and Napsin A double stain, a useful immunohisto-
chemical marker for differentiation of lung squamous cell carcin-
oma and adenocarcinoma from other subtypes. Appl
Immunohistochem Mol Morphol. 2012;20:350–5. doi:10.1097/PAI.
0b013e318245c730

31. Savci-Heijink CD, Kosari F, Aubry MC, Caron BL, Sun Z, Yang P,
et al. The role of desmoglein-3 in the diagnosis of squamous cell
carcinoma of the lung. Am J Pathol. 2009;174:1629–37. doi:10.
2353/ajpath.2009.080778

32. Koh J, Go H, Kim MY, Jeon YK, Chung JH, Chung DH. A compre-
hensive immunohistochemistry algorithm for the histological sub-
typing of small biopsies obtained from non-small cell lung
cancers. Histopathology. 2014;65:868–78. doi:10.1111/his.12507

33. Mountain CF. Revisions in the international system for staging
lung cancer. Chest. 1997;111:1710–7. doi:10.1378/chest.111.6.1710

34. Mukhopadhyay S, Katzenstein AL. Subclassification of non-small
cell lung carcinomas lacking morphologic differentiation on
biopsy specimens: utility of an immunohistochemical panel con-
taining TTF-1, napsin A, p63, and CK5/6. Am J Surg Pathol. 2011;
35:15–25. doi:10.1097/PAS.0b013e3182036d05

35. Terry J, Leung S, Laskin J, Leslie KO, Gown AM, Ionescu DN.
Optimal immunohistochemical markers for distinguishing lung
adenocarcinoma from squamous cell carcinomas in small tumor
samples. Am J Surg Pathol. 2010;34:1805–11. doi:10.1097/PAS.
0b013e3181f7dae3

36. Tacha D, Zhou D, Henshall-Powell RL. Distinguishing adenocarcin-
oma from squamous cell carcinoma in lung using double stains
p63þ CK5 and TTF-1þNapsin A. Mod Pathol. 2010;23:222A.

37. Tacha D, Yu CH, Haas T. TTF-1, Napsin A, p63, TRIM29,
Desmoglein 3 and CK5: an evaluation of sensitivity and specificity

and correlation of tumor grade for lung cell carcinoma vs. lung
adenocarcinoma. Mod Pathol. 2011;24:425A.

38. Travis WD, Brambilla E, Noguchi M, Nicholson AG, Geisinger K,
Yatabe Y, et al. Diagnosis of lung cancer in small biopsies and
cytology: implications of the 2011 International Association for the
Study of Lung Cancer/American Thoracic Society/European
Respiratory Society classification. Arch Pathol Lab Med. 2013;137:
668–84. doi:10.5858/arpa.2012-0263-RA

39. Bishop JA, Teruya-Feldstein J, Westra WH, Pelosi G, Travis WD,
Rekhtman N. p40 (DNp63) is superior to p63 for the diagnosis of
pulmonary squamous cell carcinoma. Mod Pathol. 2012;25:405–15.
doi:10.1038/modpathol.2011.173

40. Pelosi G, Fabbri A, Bianchi F, Maisonneuve P, Rossi G, Barbareschi
M, et al. DNp63 (p40) and thyroid transcription factor-1 immunor-
eactivity on small biopsies or cellblocks for typing non-small cell
lung cancer: a novel two-hit, sparing-material approach. J Thorac
Oncol. 2012;7:281–90. doi:10.1097/JTO.0b013e31823815d3

41. Matoso A, Singh K, Jacob R, Greaves WO, Tavares R, Noble L, et al.
Comparison of thyroid transcription factor-1 expression by two
monoclonal antibodies in pulmonary and non-pulmonary primary
tumors. Appl Immunohistochem Mol Morphol. 2010;18:142–9. doi:
10.1097/PAI.0b013e3181bdf4e7

42. Inamura K. Update on immunohistochemistry for the diagnosis
of lung cancer. Cancers. 2018;10:72. doi:10.3390/cancers
10030072

43. Rekhtman N, Ang DC, Sima CS, Travis WD, Moreira AL.
Immunohistochemical algorithm for differentiation of lung adeno-
carcinoma and squamous cell carcinoma based on large series of
whole-tissue sections with validation in small specimens. Mod
Pathol. 2011;24:1348–59. doi:10.1038/modpathol.2011.92

44. Hobbs RP, Jacob JT, Coulombe PA. Keratins are going nuclear.
Dev Cell. 2016;38:227–33. doi:10.1016/j.devcel.2016.07.022

UPSALA JOURNAL OF MEDICAL SCIENCES 11

https://doi.org/10.1097/PAI.0b013e318245c730
https://doi.org/10.1097/PAI.0b013e318245c730
https://doi.org/10.2353/ajpath.2009.080778
https://doi.org/10.2353/ajpath.2009.080778
https://doi.org/10.1111/his.12507
https://doi.org/10.1378/chest.111.6.1710
https://doi.org/10.1097/PAS.0b013e3182036d05
https://doi.org/10.1097/PAS.0b013e3181f7dae3
https://doi.org/10.1097/PAS.0b013e3181f7dae3
https://doi.org/10.5858/arpa.2012-0263-RA
https://doi.org/10.1038/modpathol.2011.173
https://doi.org/10.1097/JTO.0b013e31823815d3
https://doi.org/10.1097/PAI.0b013e3181bdf4e7
https://doi.org/10.3390/cancers10030072
https://doi.org/10.3390/cancers10030072
https://doi.org/10.1038/modpathol.2011.92
https://doi.org/10.1016/j.devcel.2016.07.022

	Abstract
	Introduction
	Materials and methods
	Tumour tissues
	Immunohistochemistry
	Statistical analysis

	Results
	Expression of conventional markers
	Expression of novel SCC markers
	ROC curve analysis
	Stepwise multivariate logistic regression model
	Expression of novel SCC markers in relation to survival

	Discussion
	Author contributions
	Disclosure statement
	References


